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Abstract : In this paper we anayzed the |eukerma gene expresson prdfiles based on the method of bioi rformetics ,and
focused our atertion on the leukemia nolecuar clasdfication and irformetive genes idertification. After having
renoved the irrdevart genes to the clasdfication task \we enployed a suboptimal search method to generate candidete
feature subsets for clasdfication ,and then each feature subset was gpplied to support vector mechine to classfy the
sanples by’ Leave-One-Out Qoss Vdidation” process and i ndependent tes. We chose the genesin the feature subsst
with minimum errors as the i rformetive genesfor di i ngui shing the two classes of sanples. The results showed thet dl
the sanples were able to be correctly classfied with irformetive genes,and a conparion o the results between this
paper and me previous gudies was d 0 presented.
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